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Figure S1: Ni(II) binding to M7 mutant and kinetic of metal binding and release for HpNikR and M5 mutant
The difference between the absorption spectra of the apo and holo M7 protein upon Ni(II) addition is presented in Figure 1A . The ligand release from the Ni-protein complex seems to take place with two different events, a first relatively quick and a second, very slow. The ligand release is accelerated for M7 by a factor 10 for the first event and a factor 2.5 for the second (TableS3). These experiments show that HpNikR is able to protect DNA from SspI digestion when incubated with 1 to 4 Ni(II) equivalent. This can be measured by the replacement of the 787 (indicated by a red triangle) and 163 bp bands by a single 929 bp band (indicated by a red star). M6 and M5 mutants were able to bind the operator sequence with less efficiency that HpNikR as shown by sspI digestion pattern. In contrast, M1 and M7 did not protect DNA from SspI digestion. Coomassie-stained gels were used as loading controls. Figure S5 ).
This transversal shift of β3 strands is strongly stabilized by the formation of a dense hydrogen bond network involving S96 and T98 side chains with four water molecules ( Figure S5 ). The 
Figure S6: SAXS apo and Ni M7
Experimental scattering profiles from the apo-(blue circles) and Ni-HpNikR (red circles)
were compared to those of M7(cyan circles) and Ni-M7(green circles). The experimental curves are almost equivalent between HpNikR and M7 mutant with and without nickel suggesting that HpNikR and M7 behave similarly in solution.
